were observed after 3 weeks of incubation at room temperature. Six single-spore isolates were characterized using spore morphology, diagnostic DNA sequences, and a pathogenicity assay. Macroconidia were hyaline, falcate, had three to five septa, and measured 25 to 45 × 6 µm. Microconidia were hyaline, oval, nonseptate, and measured 9 × 3 µm. The rDNA internal transcribed spacer (ITS) region and translation elongation factor 1-α (TEF) were PCR amplified, sequenced, and used for polyphasic identification (http://www.cbs.knaw.nl/fusarium/). Best matches at 99.78% similarity were to the F. oxysporum species complex. The ITS and TEF sequences of a representative strain, FW16B,
